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CMV = Cytomegalovirus promoter/enhancer 
BETA = Mouse Beta globin major promoter 
SVO = SV40 origin 

BGH = Bovine growth hormone polyadenylation 
SV = SV40 polyadenylation 
N1 = Neomycin phosphotransferase exon 1 
N2 = Neomycin phosphotransferase exon 2 

LIGHT = Human immunonoglobulin kappa or lambda constant region 
DHFR = Dihydrofolate Reductase 

HEAVY = Human immunonoglobulin gamma 1 or gamma 4 PE constant region 
L = Leader 
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Monkey Number 

Monkey Serum Anti-B7.1 Titers Directed Against Cell 
Surface B7.1 on Transfected CHO Cells. Monkeys 
1 1 33-1 1 39 were immunized with sB7. 1 . Monkeys 
769-1146 were immunized with 50 million human B7 

positive SB cells. 
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Inhibition of Radiolabeled sB7.1 Binding by sB7.1 
Affinity-purified Monkey Antibodies in Presence of 
Unlabeled sB7 and MAb L307.4 Murine Anti-B7.1. 
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Inhibition of Binding of Radiolabeled Monkey 11 35 
and L307.4 Anti-B7.1 Antibodies to 87 Positive Hunnan 
SB Cells by Competition With Affinity-Purified sB7.1. 
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Inhibition of Radiolabeled B7-lg Binding to Activated 
Human Peripheral Blood T Cells by Competing With 
Unlabeled sB7.1 Murine Anti-B7.1 (L307.4) and 
Monkey 1 127 Affinity-purified Serum Antibodies. 
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Antibody 

Inhibition of IL-2 Production in Mixed Lymphocyte 
Cultures by Anti-B7.1 Affinity-purified Monkey Serum 
Anibodies. Assays at some concentrations for certain 

monkeys were not done, due to limiting amounts of 
purified antibody. 



LENGTH OF 7C10 LIGHT/PRIMATIZED: 705 bp; LISTED FROM: 1 TO: 705; 

TRANSLATED FROM: 1 TO: 703 (ENTIRE REGION); 

GENETIC CODE USED: UNIVERSAL; FRI, MAY 26, 1995 11:11 AM 



FRAME 1 MRVPAQLLGLLLL 

ATG AGGGTC CCC GCT CAG CTC CTG GGGCTC CTG CTG CTC 
9 18 27 36 

WLPGARCAYEL TQPP 
TGG CTC CCA GGT GCA CGATGT GCCTAT GAA CTG ACT CAG CCA CCC 
45 54 63 72 81 

SVSVSPGQTARI TCG 
TCG GTGTCA GTGTCC CCA GGACAGACG GCCAGGATC ACC TGT GGG 
90 99 108 117 126 

GDNS RNEYVHWYQQK 
GGA GAC AAC AGT AGA AAT GAA TAT GTC CAC TGG TAC CAG CAG AAG 
135 144 153 162 171 

PARAPI LVI YDDSDR 
CCA GCGCGGGCC OCT ATA CTG GTC ATC TAT GAT GAT AGT GAC CGG 
180 189 198 207 216 

PSGI PERFSGSKSGN 
CCCTCA GGG ATC OCT GAGCGATTC TCT GGCTCC AAA TCA GGG AAC 
225 234 243 252 261 

TATLTI NGVEAGDEA 
ACC GCC ACC CTG ACC ATC AAC GGGGTC GAG GCC GGGGAT GAG GCT 
270 279 288 297 306 

DYYCQVWDRASDHPV 
GAC TAT TAC TGT CAG GTG TGG GAC AGG GCT AGT GAT CAT CCG GTC 
315 324 333 342 351 

FGGGTRVTVLGQPKA 
TTC GGAGGAGGGACC CGG GTG ACC GTC CTA GGT CAG CCC AAG GCT 
360 369 378 387 396 

APSVTLFPPSSEELQ 
GCC CCC TCG GTC ACT CTG TTC CCG CCC TCC TCT GAG GAG CTT CAA 
405 414 423 432 441 

ANKATLVCLI SDFYP 
GCC AAC AAG GCC ACA CTG GTG TGT CTC ATA AGT GAC TTC TAC CCG 
450 459 468 477 486 
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GAVTVAWKADSSPVK 
GGA GCC GTG ACA GTG GCC TGG AAG GCA GAT AGC AGC CCC GTC AAG 
495 504 513 522 531 

AGVETTTPSKQSNNK 
GCG GGA GTG GAG ACC ACC ACA CCC TCC AAA CAA AGC AAC AAC AAG 
540 549 558 567 576 

YAASSYLSLTPEQWK 
TAC GCG GCC AGC AGC TAC CTG AGC CTG ACG CCT GAG CAG TGG AAG 
585 594 603 612 621 

quRSYSC QVTHEGST 
TCC CAC AGA AGC TAC AGC TGC CAG GTC ACG CAT GAA GGGAGC ACC 
630 639 648 657 666 

VEKTVAPTECS . 
GTG GAG AAG ACA GTG GCC CCT ACA GAA TGT TCA TGA 
675 684 693 702 
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LENGTH OF 7C10HEAVY/PRIMAT1ZED: 1431 bp; LISTED FROM: 1 TO: 1431 

TRANSLATED FROM: 1 TO: 1429 (ENTIRE REGION). 

GENETIC CODE USED: UNIVERSAL; FRI, MAY 26, 1995 11:11 AM 

FRAME 1MKH LWFFLLLVAA 

ATG AAA CAC CTG TGG TTC TTC CTC CTC CTG GTG GCA GOT 
9 18 27 36 

PRWVLSQVKL QQWGE 
CCC AGA TGG GTC CTG TCC CAG GTG AAG CTG CAG CAG TGG GGC GAA 
45 54 63 72 81 

GLLQPSETLSRTCVV 
GGACTT CTG CAG CCT TCG GAG ACC CTG TCC CGC ACC TGC GTT GTC 
90 99 108 117 126 

qrGSI S GYYYWTWI R 
TCT GGTGGCTCC ATC AGCGGTTAC TAC TAC TGG ACC TGG ATC CGC 
135 144 153 162 171 

QTPGRGLEWI GHI YG 
CAG ACC CCA GGGAGGGGACTG GAG TGG ATT GGC CAT ATT TAT GGT 
180 189 198 207 216 

MPATTNYNPSLKSRV 
AAT GGT GCG ACC ACC AAC TAC AAT CCC TCC CTC AAG AGT CGA GTC 
225 234 243 252 261 

TI SKDTSKNQFFLNL 
ACC ATT TCA AAA GAC ACG TCC AAG AAC CAG TTC TTC CTG AAC TTG 
270 279 288 297 306 

NSVTDADTAVYYCAR 
XaT TCT GTG ACC GAC GCG GAC ACG GCC GTC TAT TAC TGT GCG AGA 
315 324 333 342 351 

PPRPDCTTI CYGGWV 
GGCCCTCGCCCTGATTGCACAACCATT TGT TAT GGCGGCTGGGTC 
360 369 378 387 396 

n \/ \A/r P G D L V T V S S A S 
GAT GTC TGG GGCCCG GGA GAC CTG GTC ACC GTC TCC TCA GCT AGC 
405 414 423 432 441 

TKfiPSVF PLAPSSKS 
ACC AAG GGC CCA TCG GTC TTC CCC CTG GCA CCC TCC TCC AAG AGC 
450 459 468 477 486 
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-TQrrTAALGCLVKD Y 
Ice TCT GGGGGC ACA GCG GCC CTG GGCTGC CTG GTC AAG GAG TAG 
495 504 513 522 5J1 

c pFPVTVSWNSGALT 
VtC GCC IaA GCG GTG AGG GTG TGG TGG AAG TGA GGC GCC CTG ACC 
540 549 558 567 5/b 

QPVHTFPAVLQSSGL 
AGG GGC GTG CAC ACC TTC GCG GCT GTC GTA GAG TGG TGA GGA CTG 
585 594 603 612 621 

vc;i qsVVTVPSSSLG 
^AG ?CC CTG AGG AGG GTG GTG ACC GTG GGC TGC AGG AGG TIG GGC 
630 639 648 657 666 

-rnTYl CN VNHKPSNT 
Ice CAG AGO TAG ATC TGC AAG GTG AAT GAG AAG GCC AGG AAO ACC 
675 684 693 702 711 

i^\/nKKAEPKSGDKTH 
MG GTG GAG ^G 1.AA GGA GAG GCC AAA TCT TGT GAG AAA ACT GAG 
720 729 738 747 /t^b 

TrPPC PA PELLGG PS 
IcA ?GC CCA CGG?GG CCA GGA GCT GAA CTG CTG GGGGGACCGTCA 
765 774 783 792 8U1 

x/ci FPPKPKDTLMI S 
GTC TTC CTC CCC CCA AAA CCC AAG GAC ACC CTC ATG ATC TGC 
810 819 828 837 B4b 

cggIcc cct IaggtcIca tcc gtggtggtg gacgtgIgc CAC Iaa 

855 864 873 

r^Dtr\/KFNWYVDGVEV 
GAC CCT IaG GTC IaG 'tTC MC TGGTAC GTG GAC GGCGTG GAGGTG 

900 909 918 

CAT ^T GCC^gIcA ^G CCGCGgIagIaGCA JaC ^C AgJcG 
945 954 963 

^AC ^GT^GTG^GTC ^GC^TC ^TC Icc'gTC ^TG CAC CAG ^AC TgG^TG 
990 999 1008 '^i/ 
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Mrk-FYKCKVSNKALP 
GGcl^AG IaGTAC AAG TGC AAG GTC TCC AAC AAA GCC CTC CCA 
1035 1044 1053 1062 1071 

API EKTI SKAKGQPR 
GCCCCC ATC GAGAAA ACC ATC TCC AAA GCCAAA GGGCAG CCC CGA 
1080 1089 1098 1107 1116 

FPQVYTLPPSRDEL T 
IaA CCA 5aG GTG TAC ACC CTG CCC CCA TCC CGG GAT GAG CTG ACC 
1125 1134 1143 1152 1161 

i^Mn\/9LTCLVKGFYP 
^G ^C 2aG GTC AGC CTG ACC TGC CTG GTC GGCTTC TAT CCC 
1170 1179 1188 1197 I^Ub 

c;ni AVEWESNGQPEN 
AGC GAC ATC GCC GTG GAG TGG GAG AGC AAT GGG CAG CCG GAG AAC 
1215 1224 1233 1242 12bl 

MVKTTTPPVLDSDGSF 
MC ^AC I^G Ice IcG CCT CCC GTG CTG GAC TCC GAC GGCTCC TTC 
1260 1269 1278 1287 i^yt^ 

CI vcKLTVDKSRWQQ 
'tTC CTC TAC AGC AAG CTC ACC GTG GAC AAG AGC AGG TGG CAG CAG 
1305 1314 1323 1332 1^341 

r-MX/pqCSVMHEALHN 
GGG^IaC GTC TCA TGC TCC GTG ATG CAT GAGGCT CTG CAC AAC 
1350 1359 1368 1377 13Bb 

FIG. 8B-3 
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LENGTH OF 7B6 LIGHT/PRIMATIZED: 720 bp; LISTED FROM: 1 TO: 720; 
TRANSLATED FROM" 1 TO: 718 (ENTIRE REGION); 
G^ETt^CODrUSE^^^ UNIVERSAL; FRI. MAY26. 1995 11:10AM 



FRAME 1 M^^ S^^ L P^^ A^^ Q^^ L^^ G^^L^^ !^ 

9 18 27 36 

rVPGSSGEVVMTQSP 
?GC GTC CCC GGGTCC AGT GGGGAA GTT GTG ATG ACT GAG TCT CCA 
45 54 63 72 81 

I c;i PI TPGEPASI SC 
CTG TCC CTT CCC ATC ACA OCT GGAGAG CCG GCCTCC ATC TCC TGT 
90 99 108 117 126 

RC?c50SLKHSNGDTFL 
AGG?CT AGT 5aA AGC CTT AAA CAC AGT AAT GGAGAC ACC ITC CTG 
135 144 153 162 171 

QWYOQKP GQP P L I 

AGT TGG TAT OAG CAG AAG CCA GGC CAA CCT CCA AGG CTC CTG ATT 
180 189 198 207 21b 

vk:vSNRDSGVPDRF S 
TAT MG GTT ?CT ^C CGGGACTCT GGGGTC CCA GAC AGATTC AGC 
225 234 243 252 2b1 

GGCAGT GGGGCA GGgIcA GAT ^C IcA CTG AAA ATC AGC GCAGTG 
270 279 288 297 ^Ub 

cAtr nVGVYFCGQGTR 
IaGGCT IaA gat GTT GGGGTT TAT TTC TGC GGGCAA GGT ACA AGG 
315 324 333 -^^^ 

IcT CCT CCcIcT ^TC GGCGGAGGgIcC ^G GTG IaA MC A^A CGT 
360 369 378 387 -i^^ 

ICGGTGGCT GCACCA?CT GTC ^C ATC ^C CCGCCA^CT GAT IaG 

405 414 423 432 441 

^1 ./QrTASVVCLLNN 
?AG VtG l^AA IcT GGaIcT GCC TCT GTT GTG TGC CTG CTG AAT AAC 
450 459 468 
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cvPRFAKVQWKVDNA 
TTC TAT CCC AGA GAG GCC AAA GTA CAG TGG AAG GTG GAT AAC GCC 
495 504 513 522 531 

r,QrNSQESVTEQDS 
CTC ?AA ?CG GGT^C TCC CAG GAG AGT GTC ACA GAG CAG GAC AGC 
540 549 558 . 567 5/b 

^G GAC AGC Ice ^ AC AGC CTC AGC AGC IcC CTG IcG CTG AGC ^ 

585 594 603 612 

AnvPKHKVYACEVTH 
GCAGAcIaC IagIU CAC AAA GTC TAC GCCTGC GAA GTC ACC CAT 

630 639 648 657 bbb 

CAG GGC CTG AGC TOG CCC GTC IcA MG AGC TTC ^C AGG GGA GAG 
675 684 693 702 m 
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LENGTH OF 7B6 HEAVY/PRIMATIZED: 1437 bp; LISTED FROM: 1 TO: 1437 

' tiG SgttggIgcctc krc "ho ctc ctt ^tcgctgtt 

9 18 27 36 

ATRVQCEVQLVESGG 

GCT Icq cgt gtc cag tgt gag gtg caa ctg gtg gag tct ggggga 

45 54 63 72 01 

ni \/nPGGSLRVSCAV 
GGC^G GTC ?AG CCT GGCGGGTCC CTG AGA GTC TCC TGT GCA GTC 

90 99 108 117 126 

QPFTFSDHYMYW FRQ 
?CT GGA^C ACC ^C AGT GAC CAC TAC ATG TAT TGG ^C CGC CAG 
135 144 153 162 171 

ADPKGPEWV GFI R NK 
GCT CCA IgG^G GGGCCG GAA TGG GTA GGT TTC ATT AGA ^C AAA 
180 189 198 207 

CCGMC GGTGGgIcaIcA IaaTaC GCCGCGTCT GTG^ GAC AGA 
225 234 243 252 

cTi c^RDDSKSI AYLQ 
Ice ATC Ice AGA GAT GAT TCC AAA AGC ATC GCCTAT CTG CAA 
270 279 288 

ATG AGC AGC CTG l^AA ATC IaG GAC IcG GCC GTC W ^AC TGT IcT 

315 324 333 -^^z 

IcA ?CC ^AC A^ IcA CAT ?GT CGGGGtIgTGTC ?GC W GGAGGT 
360 369 378 -30^ 

^AC GAA^C 'TGGGGcgAGiGCGCCCTGGTcIcCGTCTCC ICA 
405 414 423 432 

GCTAGCACCMGGGCCCA?CGGTC^C CCC CTG GCA CCC TCC TCC 
450 459 468 
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^oTSGGTAALGCLVK 
AAG AGC ACC TCT GGGGGCACA GCGGCC CTG GGCTGC CTG GTC AAG 
495 504 513 522 531 

nvFPEPVTVSWNSGA 
GAC TAG TTC CCC GAA CCG GTG ACG GTG TCG TGG AAC TCA GGC GCC 
540 549 558 567 576 

I TqGVHTFPAVLQSS 
CTG ACC AGC GGC GTG CAC ACC TTC CCG GCT GTC CTA CAG TCC TCA 
585 594 603 612 621 

ri YSLSSVVTVPSSS 
IgA CTC TAC TCC CTC AGC AGC GTG GTG ACC GTG CCC TCC AGC AGC 
630 639 .648 657 666 

i rTQTYl CN VNHKPS 
U GGcIcC CAG ACC TAC ATC TGC AAC GTG MT CAC AAG CCC AGC 
675 684 693 702 711 

MTKVDKKAEPKSCDK 
^C Ice I^G GTG GAC AAG AAA GCA GAG CCC TCT TGT GAC AAA 
720 729 738 747 fi>b 

IcT CAC IcA ?GC CCA CCG ^GC CCA GCA CCT GAA CTC CTG GGGGGA 
765 774 783 792 BUI 

o\/Pl FPPKPKDTLM 
CCG?CAGTC^C CTC TTC CCC CCA AAA CCC /^G GAC ACC CTC ATG 

810 819 828 837 B4b 

1 qRTPEVTCVVVDVS 
ATC TCC CGgIcC CCT GAG GTC ACA TGC GTG GTG GTG GAC GTG AGC 

855 864 873 882 8^1 

ucr nPFVKFNWYVDGV 
CAC GAA GAC CCT GAG GTC AAG TTC AAC TGG TAC GTGGACGGCGTG 
900 909 918 

GAGGTGCAT GCCMgIcAMG CCGCGGGAgIaG^AGTAC 
945 954 963 ^'^ 

AGcIcG^AC CGTGTG6TcLc%CTcIcCGTCCTGCACCAGG^^ 
990 999 
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TGG CTG GGcl^G GAGTAC AAG TGC AAG GTC TCC AAC AAA GCC 
1035 1044 1053 1062 1071 

, PAPI EKTI SKAKGQ 
CTC CCA GCCCCC ATC GAG AAA ACC ATC TCC AAA GCC AAA GGGCAG 
1080 1089 1098 1107 1116 

PRE P QVYTLPPSRDE 
CCC CGA IaA CCA 5aG GTG TAC ACC CTG CCC CCA TCC CGGGAT GAG 
1125 1134 1143 1152 1161 

^TG Ice ?AG GTC loC ^TG IcC ?GC ^TG GTC 1^ |gC ^C 

1170 1179 lloo ' 

vpc^ni AVEWESNGQP 
TAT CCCAGCGACATC GCC GTG GAG TGG GAG AGC AAT GGGCAG CCG 

1215 1224 1233 1242 l^t^l 

c MMYKTTPPVLDSDG 
GAG^C ^C TAC MG IcC ACG CCT CCC GTG CTCB ^BACTCC GAC GGC 

1260 1269 1278 1287 l^^b 

c rr ci vqKLTVDKSRW 
?CC ^C ^C CTC ^AC AGC AAG CTC ACC GTG GAC AAG AGC AGG TGG 
1305 1314 1323 1332 1^41 

?AG ?AG GGG^C GTC ^C TCA TGC TCC GTG ATG CAT GAG GCT CTG 
1350 1359 1368 1377 1386 

CAC ^C CAC TAC IcG CAG IaG AGC CTC ?CC CTG JCT CCG GGT IaA 
1395 1404 1413 1422 1431 
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LENGTH OF 16C10LAMBDA/PRIMATIZED: 711 bp; LISTED FROM: 1 TO: 71 1; 

TRANSLATED FROM: 1 TO: 709 (ENTIRE REGION); 

GENETIC CODE USED: UNIVERSAL; FRI, MAY 26, 1995 11:08 AM 



FRAME 1 M^^ l^^l^^ CCC GOT CAG CTC CTG GGGCTC CTG CTG CTC 

9 18 27 36 

WLPGARCESVLTQPP 
TGG CTC CCA GGT GCA CGA TGT GAG TCT GTC CTG ACA CAG CCG CCC 
45 54 63 72 81 

<5vqGAPGQKVTI SCT 
TCA GTG TCT GGGGCC CCA GGGCAG AAG GTC ACC ATC TCG TGC ACT 
90 99 108 117 126 

POTSNI GGYDLHWYQ 
GGGAGC ACC TCC AAC ATT GGAGGTTAT GAT CTA CAT TGGTAC CAG 
135 144 153 162 171 

ni PGTAPKLLI YD! N 
CAG CTC CCA GGA ACG GCC CCC AAA CTC CTC ATC TAT GAC ATT AAC 
180 189 198 207 

i^RPSGI SDRFSGSKS 
^G CGA CCC ?CA GGA ATT TCT GAC CGA TTC TCT GGCTCC AAG TCT 
225 234 243 252 2b1 

nxAASLAl TGLQTED 
GGtIcC GCGGCCTCC CTG GCCATC ACT GGGCTC CAG ACT GAG GAT 

270 279 288 297 

PAnYYCQSYDSSLNA 
IaG GOT GAT TAT TAC TGC CAG TCC TAT GAC AGC AGO CTG AAT GOT 

315 324 333 342 351 

§AG GTA 'tTO GGAGGAGGgIcC CGGCTG IcC GTC CTA GGT CAG CCC 
360 369 378 387 396 

^G GOT GCC CCC ?CG GTC IcT CTG ^C CCG CCC ?CC ?CT GAG IaG 
405 414 423 432 441 

CTT ?AA GCCMC MG GCcIcA CTG GTG ^GT CTC ATA AGT GAC ^C 
450 459 468 477 486 
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YPGAVTVAWKADSSP 
TAG CCG GGA GCC GTG ACA GTG GCC TGG AAG GCA GAT AGC AGC CCC 
495 504 513 522 531 

VKAGVETTTPSKQSN 
GTC AAG GCG GGA GTG GAG ACC ACC ACA CCC TCC AAA CAA AGC AAC 
540 549 558 567 576 

MKYAASSYLS LTPEQ 
I^JaC AAG TAG GCG GCC AGC AGC TAC CTG AGC CTG ACG CCT GAG CAG 
585 594 603 612 621 

TGG^G^CC CAC AGAAGC^AC AGC ^GC ^AG GTcIcG CAT |v^GGG 
630 639 . 648 657 666 

AGC Ice GTG IaG !^G IcA GTG GCC CCT IcA GAA TGT TCA TGA 
675 684 693 702 711 
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LENGTH OF 16C10HEAVY/PRIMAT1ZED: 1431 bp; LISTED FROM: 1 TO: 1431; 

TRANSLATED FROM" 1 TO: 1429 (ENTIRE REGION); 

G^ETlc CODrUSE^^^ UNIVERSAL; FRI. MAY 26. 1995 11:08 AM 

FRAME 1 M K H L W F F L L . 

ATG AAA CAC CTG TGG TTC TTC CTC CTC CTG GTG GCA GCT 
9 18 27 36 

DRWVL SQVQL QESGP 
CCC AGA TGG GTG CTG TCC CAG GTG CAG CTG CAG GAG TCG GGC CCA 
45 54 63 72 81 

ri VKPSETLSLTCAV 
GGACTG GTG ^G OCT TCG GAG ACC CTG TCC CTC ACC TGC GCT GTC 
90 99 108 117 126 

crnsi sGG YGWGWI R 
?CT GGTGGC?CC ATC AGCGGTGGTTAT GGC TGG GGC TGG ATC CGC 
135 144 153 162 171 

r^DPPKGLEWl GSFYS 
CAGCCCCCAGGGAAGGGGCTGGAGTGGATT GGGAGT TTC TAT AGT 

180 189 198 207 

cQPNTYYNPSLKSQV 
AGT AGT GGGAAC ACC TAC TAC AAC CCC TCC CTC AAG AGT CAA GTC 
225 234 243 252 

Ice ATT TCA IcA GAC IcG ?CC I^G ^C CAG TTC TCC CTG I^^G CTG 
270 279 288 297 >5Ub 

^C ?CT ATG Ice GCCGCGGAcIcG GCCGTGTAT ^AC ?GT GTG AGA 

315 324 333 342 

nRI FSVVGMVYNNWF 
GAT CGT CTT 'tTT TCA GTT GTT GGA ATG GTT TAC AAC AAC TGG TTC 

360 369 378 387 -^ab 

GAT GTC TGG GGC CCG GGA GTC CTG GTC IcC GTC ?CC ?CA GCT AGC 
405 414 423 432 441 

Ice ^G GGC CCA TCG GTC ^TC CCC CTG GCA CCC ?CC TCC ^G AGC 
450 459 468 477 486 
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TSGGTAALGCLVKDY 
ACC TCT GGGGGCACA GCGGCC CTG GGCTGC CTG GTC AAG GAC TAC 
495 504 513 522 531 

FPEPVTVSWNSGALT 
TTC CCC GAA CCG GTG ACG GTG TCG TGG AAC TCA GGC GCC CTG ACC 
540 549 558 567 576 

qGVHTFPAVLQSSGL 
AGC GGC GTG CAC ACC TTC CCG GCT GTC CTA GAC TCC TCA GGA CTC 
585 594 603 612 621 

Y9LSSVVTVPSSSLG 
TAC TCC CTC AGC AGC GTG GTG ACC GTG CCC TCC AGC AGC ITQ GGC 
630 639 648 657 666 

TOTYI CNVNHKPSN T 
ACC CAG ACC TAC ATC TGC AAC GTG AAT CAC ACA TGC CCA AAC ACC 
675 684 693 702 711 

K-N/nKKAEPKSCDKTH 
MG GTG GAC AAG AAA GCA GAG CCC AAA TCT TGT GAC AAA ACT CAC 
720 729 738 747 756 

IcA ?GC CCA CCG?GC CCA GCA CCT IaA CTC CTG GGgIgACCG^CA 
765 774 783 792 801 

VFLFPPKPKDT LMI S 
GTC TTC CTC TTC CCC CCA AAA CCC AAG GAC ACC CTC ATG ATC TCC 
810 819 828 837 846 

RTPEVTCVV VDVSHE 
CGG ACC CCT GAG GTC ACA TGC GTG GTG GTG GAC GTG AGC CAC GAA 
855 864 873 882 891 

nPFVKF NWYVDGVEV 
GAC CCT GAG GTC AAG TTC AAC TGG TAC GTG GAC GGC GTG GAG GTG 
900 909 918 927 936 

uMAKTKPREEQYNST 
CAT ^T GCC^G ACA AAG CCG CGG GAG GAG CAG TAC AAC AGC ACG 
945 954 963 972 981 

YRVVSVLTVLHQ DWL 
TAC CGT GTG GTC AGC GTC CTC ACC GTC CTG CAC CAG GAC TGG CTG 
990 999 1008 1017 1026 
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NGKEYKCKVSNKALP 
AAT GGC AAG GAG TAG AAG TGC AAG GTC TCC AAC AAA GCC CTC CCA 
1035 1044 1053 1062 1071 

API EKTI SKAKGQPR 
GCCCCC ATC GAG AAA ACC ATC TCC AAA GCC AAA GCC AAA CCC CGA 
1080 1089 1098 1107 1116 

FPQVYTLPPSRDELT 
GAA CCA CAG GTG TAC ACC CTG CCC CCA TCC CGG GAT GAG CTG ACC 
1125 1134 1143 1152 1161 

KNQVSLTCLVKGFYP 
AAG AAC CAG GTC AGC CTG ACC TGC CTG GTC ^GGCTTC TAT CCC 
1170 1179 1188 1197 1206 

cni AVEWESNGQPEN 
AGC GAC ATC GCC GTG GAG TGG GAG AGC AAT GGGCAG CCG GAG AAC 
1215 1224 1233 1242 1251 

WYKTTPPVLDSDGSF 
AAC TAC AAG ACC ACG CCT CCC GTG CTG GAC TCC GAC TCC TCC TTC 
1260 1269 1278 1287 1296 

PI YSKLTVDKSRWQQ 
TTC CTC TAC AGC AAG CTC ACC GTG GAC AAG AGC AGGTGG CAG CAG 
1305 1314 1323 1332 1341 

nMVFSCSVMHE ALHN 
GGG^C GTC TTC TCA TGC TCC GTG ATG CAT GAGGCT CTG CAC AAC 
1350 1359 1368 1377 1386 

HYTQKSLSLSPGK. 
CAC TAC ACG CAG AAG AGC CTC TCC CTG TCT CCG GGT AAA TGA 
1395 1404 1413 1422 1431 
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